



Standardized Mutation and Damage Rates
HVR1 Base Position E99 M99 TG03
16093 4 3 4
16126 0 4 3
16129a 4 4 1
16148 0 3 1
16163 2 3 3
16172a 4 3 1
16182 4 0 1
16183 4 3 2
16187 0 3 1
16189a 4 4 1
16192a 4 3 1
16209 4 0 1
16219 0 3 1
16223 4 4 4
16230 0 4 1
16234 3 0 2
16265 4 2 1
16270 4 3 4
16274 0 3 2
16278 4 4 2
16290 2 2 3
16291 4 2 1
16293a 4 4 1
16294 4 4 2
16298 0 2 4
16304 4 0 1
16309a 4 4 1
16311 4 4 2
16319 0 3 2
16320 3 2 1
16327 0 2 3
16343 3 2 1
16355 3 2 2
16362a 4 4 1
NOTE.— Site-specific in vivo mutation rates taken from two previous
studies (Excoffier and Yang 1999 [E99]; Meyer et al. 1999 [M99])
were standardized into quartiles and were compared with the stan-
dardized postmortem-damage rates from the present study (TG03).
a Seven sites where major disagreement is observed between rates
of occurrence of modern mutations and ancient damage.
In the January 2003 issue of the Journal, in the article
entitled “Distribution Patterns of Postmortem Damage
in Human Mitochondrial DNA,” by Gilbert et al. (72:
32–47), an incorrect version of table 4, “Standardized
Mutation and Damage Rates” (p. 41), was submitted
by the authors. The table contained errors in the stan-
dardized mutation rates estimated from the two data
sets published elsewhere (Excoffier and Yang 1999;
Meyer et al. 1999). The corrected table is presented here.
As a result, the paragraph containing the sentences
Of the 30 sites that can be compared for postmortem-
damage and in vivo mutation rates, 15 show very
similar rates, and only 6 (sites 16110, 16144, 16148,
16204, 16242, and 16325) completely disagree (i.e.,
are not observed to mutate in vivo but experience fast
postmortem damage). Of these six, at least three have
mutation-rate estimates, in the two modern studies,
that also disagree, and this may relate to sampling
stochasticity or the standardization approach. If so,
further sampling may provide evidence for elevated
mutation rates at these sites.
should have read
Of the 34 sites that can be compared for postmortem-
damage and in vivo mutation rates, 6 show very sim-
ilar rates in all three studies, 23 show similar rates in
this and at least one of the other studies, and only 7
(sites 16129, 16172, 16189, 16192, 16293, 16309,
and 16362) completely disagree (i.e., are not observed
to mutate in vivo but experience fast postmortem
damage, or vice versa). However, at least 11 sites from
the two modern studies also disagree with each other.
Thus, these findings may relate to sampling stochas-
ticity or the standardization approach. If so, further
sampling may provide more-accurate estimates of mu-
tation rates at these sites.
The authors regret this error and would like to thank
Dr. Peter Forster for drawing their attention to this
mistake.
